The first member of the glycopeptide class of antibiotics to be reported is vancomycin, which was isolated from Amycolatopsis orientalis (Nocardia orientalis) in 1956.1) Since then a great number of antibiotics of this group have been isolated and characterized. This group of antibiotics, which is active against Grampositive bacteria, share a very similar extended heptapeptide backbone and vary mainly in the number, type, and placement of sugar substituents attached to the antibiotics is based on their ability to bind to the cell-wall amino group. The result shows that, in the most cases studied in the reaction condition, the product of alkylation on the N-terminal amino group is the major product, indicating the N-terminal amino group is more reactive than the vancosamine amino group. Similar reactivity orders were found for vancomycin8) and vancomycin hexapeptide.22) The reason for these may be the vancos- amine amino group is more hindered than the N-terminal amino group in the tertiary structure of the glycopeptides. Our results show that removal of the N-terminal methyl group from vancomycin or the N-alkyl groups from the N-alkyl N-demethylvancomycins increases their affinities for DALAA, and increasing the length of the N-alkyl groups are unfavorable for the binding. Therefore, the orienting N-methyl group in vancomycin seems to have a negative contributor to the binding; and thus the for the binding. As shown in Figure 1 , due to proximity of the amine to the carboxylate in the complex, some form of electrostatic stabilization seems likely. This Table 1 . Structures of N-demethylvancomycin and its analogues. washed repeatedly with each of the followings: aqueous citric acid (10%), water and aqueous NaHCO3 (5%), and then the solvent was removed by evaporation under reduced pressure. The solid obtained was dissolved in DMF (10ml) and to this was added Pd/C (10%, 40mg).
The mixture was treated with H2. After the completion of the reaction had been confirmed by TLC, the mixture was filtered and the filtrate was evaporated to dryness under reduced pressure. The solid was dissolved in DMF and excess acetic anhydride was added. The mixture was stirred for 4 hours at room temperature and 2 hours at After the reaction was complete, the solvent was removed under reduced pressure. The solid obtained was dissolved in THE and to this was added excess aqueous 2M LiOH.
The solution was stirred for 2 days at room temperature and then evaporated to dryness. The crude product was cation exchange resin (H form) column and eluted with water. The eluent was evaperated to dryness, 508mg of product was obtained, yield 56.8%. TLC determination showed that the product was pure. Amino acid analysis showed that peptide is composed of Lys and Ala with a ratio of 1:2, indicating the product is DALAA. 
